
datelife workflows

datelife_search
function

input =

taxon names

input =
a tree

get_datelife_results and inside functions

subset chronograms from otol

congruify

scaling = PATHd8

results = 
chronograms from

primary studies

results = 
chronograms scaled

with PATHd8

summarize_datelife_result function:
(a) all chronograms, (b) one summary chronogram,
 (c) a table of ages, (d) citations of primary studies


